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Serum apolipoprotein B-100 concentration predicts the virological response
to pegylated interferon plus ribavirin combination therapy in patients
infected with chronic hepatitis C virus genotype 1b.
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Serum apolipoprotein B-100 concentration predicts the virological response to
pegylated interferon plus ribavirin combination therapy in patients infected with chronic
hepatitis C virus genotype 1b
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